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What 1s 1t?

A Java library (LGPL) for use 1n bioinformatics.
Object model.

— Sequences, Alignments, Phylogenetic trees, etc.
Object manipulation.
— Alignment slices, Tree navigation/reordering, etc.

Object 1/O.

— Read/write common formats (Fasta, Nexus, Blast,
etc.)

— Read/write to BioSQL databases.



What 1s 1t not?

e A workbench.
e A GUI toolkit.

— Although 1t does have some Swing components for
displaying BioJava objects in Swing applications.

* A novel algorithm.

— What algorithms it does contain are
reimplementations of existing ones.

— It enables users to simplify common bioinformatics
programming tasks.



BioJava 1.5 vs. BioJavaX

8 years since first release in 1999.

1.5 released in June 2007 after a 3 year wait.

1.5 will be |

ast release to support Java 1.4.

— 1.6 will use features from Java 6 (not 5!).

1.5 incorporates the BioJavaX extensions.

— (described at BOSC 2003, Detroit, as part of
Denguelnfo project)

BioJava2 is

an entirely unrelated project.



What 1s new 1n 1.5?

e The BioJavaX extensions.

— BioJavaX 1s like the javax packages.

— Extends and improves, but doesn't replace or modity.
— Improved sequence, feature, and location objects.

— Genetic Algorithms.

— More detailed file parsers.

— Much improved Bi1oSQL interaction.

* Many bugtixes to existing code.



What's happening right now?

* December '06 — NESCent Phyloinformatics
Hackathon.

— Developed Nexus parser and strategy for
phylogenetics object models and toolkits.

— Led to ongoing NESCent/Google Summer of Code
project with our own dedicated student, Boh-Yun
Lee.

* User testing and unit test development.

* Working on our future plans.

— February '07 — strategy meeting held at EBI.



What's next?

* Further phylogenetics development.
e Variation data. (dbSNP)
* Microarrays.

* Possible shift away from sequence-centric to
feature-centric object model.

* Simplification of APIs.

— Provide helper methods to mask complex tasks.

— Tighten up overly flexible code.



What's next?

* Groovy. (scripting interface).

* XPath and XQuery for parsing XML data.
* J2EE integration.

* Maven (vs. Ant) and Subversion (vs. CVS).
* EnsJ (the Java API for Ensembl).

— lives 1n our repository since Ensembl retired it.

— nobody working on it at present.

* Publication of a BioJava paper.



How can you help us?

Tell us what you are using it for!

Email us if you get stuck, or use bugzilla.
— http://bugzilla.open-bio.org/
— <biojava-1@1Iists.open-bio.org>

We welcome all code contributions and 1deas.

Offers of documentation and JUnit tests will be
much appreciated.

Tell us what features you think we should add.


http://bugzilla.open-bio.org/
mailto:biojava-l@lists.open-bio.org
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